Source/Description: The polymorphic (AAAT) n repeat begins at base pair 2342 of the human prostatic acid phosphatase gene on chromosome 3q21-qter (1). The polymorphism can be typed using the polymerase chain reaction (PCR) as described previously (2). The predicted length of the amplified sequence was 275 bp.
Primer sequences:
GGGCAACATGGTGAAACCTT (AAAT strand); CCTAGCCTATACTTCCTTTC (TTTA strand). Mendelian Inheritance: Co-dominant segregation was observed in two informative families.
Frequency
Chromosomal Localization: The human prostatic acid phosphatase gene has been assigned to chromosome 3q21-qter (3).
Other Comments: The PCR reaction was performed on 80 ng of genomic DNA using 100 pmoles of each oligonucleotide primer. The samples were processed as described (4) except that the denaturation cycle at 94°C was extended to 1.4 minutes. The tetranucleotide repeat was based on a (AAAT) n sequence.
Source/Description: The polymorphic (AAAC) n repeat begins at base pair 103 of the human dihydrofolate reductase psi-2 pseudogene (DHFRP2) on chromosome 6(1). The polymorphism can be typed using the polymerase chain reaction (PCR) as described previously (2). The predicted length of the amplified sequence was 166 bp.
Primer Sequences:
GTAAGACTTTTGGAGCCATT (AAAC strand) TTCAGGGAGAATGAGATGGG (TTTG strand). Mendelian Inheritance: Co-dominant segregation was observed in two informative families.
Chromosomal Localization: DHFRP2 has been assigned to chromosome 6 (3).
Other Comments: The PCR reaction was performed on 80 ng of genomic DNA using 100 pmoles of each oligonucleotide primer. The samples were processed as described (4) except that the denaturation cycle at 94°C was extended to 1.4 minutes. The tetranucleotide repeat was based on a (AAAC) 7 sequence.
